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BACKGROUND and OBJECTIVE BUIATRICS CONGRESS |
Bovine neonatal diarrhea (ND) is a leading cause of calf morbidity and mortality, limiting profitability in suckler-cow herds (Anderson et al., 2003; -, @9t
Heinrichs & Radostits, 2001; Mellor & Stafford, 2004). In extensive beef-cattle systems, and especially in breeds with high stress levels, scarce # e’ WOHLD
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epidemiological data and limited sanitary control make ND hard to manage. Vaccine efficacy is influenced by management conditions and / FOR BIATRLS

nutritional status. This study assesses the serological response to a commercial ND vaccine on a beef-cattle farm and characterize nutritional
and welfare-related biomarkers before and after immunization.

MATERIALS AND METHODS

* A controlled, experimental study was conducted at a commercial suckler-cow herd in central Spain.
« Statistical analysis: IBM SPSS® v.30, using Mann-Whitney U, repeated-measures GLM and Spearman correlation.
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and HDL, and positive associations with BHB and GOT, support a link without vaccination. The study
between humoral immunity and metabolism (Loor & Elolimy, 2022; Zachut confirms the close relationship
et al., 2022; Vlasova & Saif, 2021). As glucose, lipids, and ketone bodies :
contribute to immune-cell function, cows with stronger antibody between m_etabOIIC Status_ an.d
responses may display distinct metabolic profiles, although causality humoral immune c?paCIty In
cannot be inferred (Qiao et al., 2024; Zhao et al., 2024). extensive cattle.
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